Convergence of solution structures of the isolated H2A-H2B heterodimer modelled by CS-Rosetta protocols.
First, we examined the convergence of the core and the tail region of the solution structures of the isolated H2A-H2B heterodimer. For the core region, a total of 10,000 models were generated by the CS-Rosetta program 1 using the AbinitioRelax application 2 in Rosetta 3.5 (CS-Rosetta-AbinitioRelax protocol). In the CS-Rosetta method, the CS value, as defined by eq. 1 in the Methods. In Figure S2c , the 10% of models with lowest  2 CS showed low CSRosetta energies, as mentioned in the original CS-Rosetta study 1 . In addition, the convergence of the core-region models was confirmed in the plot of the CS-Rosetta energy versus C-RMSD from the lowest CS-Rosetta energy model ( Figure S2d ). We selected the 10 lowest C-RMSD models from the 20 lowest CS-Rosetta energy models. 
